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Abstract

The Pan-Cancer analysis of Whole Genomes (PCAWG) project of the International Cancer Genome Consor-
tium (ICGC) and The Cancer Genome Atlas (TCGA) is an international forerunner in meeting challenges
related to the secure large-scale processing, collaborative sharing and storage of human patient genome data
on clouds. In 2017, Pan-Cancer Analysis became a Scientific Demonstrator project of the newly established
European Open Science Cloud (EOSC) Pilot Initiative. For this, we have recently developed an innovative and
inter-operable software framework, called Butler, which enables us to jointly pursue processing of large ge-
nomic datasets and complex workflows on the cloud irrespective of where the data are generated or processed.
I will provide an update on the opportunities and technical challenges for big data analytics in genomics, and
our efforts to reconstruct patterns of structural variation through analysis of DNA sequencing data of approx-
imately a Petabyte in size.
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